The asymmetric unit of the title hydrated salt, C 15 H 37 N 6 3+ Á2Br À ÁOH À ÁH 2 O, contains one cation, three partial-occupancy bromide ions, one hydroxide ion and one water molecule. Refinement of the site-occupancy factors of the three disordered bromide ions converges with occupancies 0.701 (2), 0.831 (2) and 0.456 (2) summing to approximately two bromide ions per formula unit. The structure was refined as a two-component inversion twin with volume fractions 0.109 (8):0.891 (8) for the two domains. The central C 3 N unit of the bisamidinium ion is linked to the aliphatic propyl chain by a C-N single bond. The other two bonds in this unit have double-bond character as have the four C-N bonds to the outer NMe 2 groups. In contrast, the three C-N bonds to the central N atom of the (dimethylazaniumyl)propyl group have single-bond character. Delocalization of the two positive charges occurs in the N/C/N and C/N/C planes, while the third positive charge is localized on the dimethylammonium group. The crystal structure is stabilized by O-HÁ Á ÁO, N-HÁ Á ÁBr, O-HÁ Á ÁBr and C-HÁ Á ÁBr hydrogen bonds, forming a threedimensional network.
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For the crystal structure of N,N,N 0 ,N 0 -tetramethylchloroformamidinium chloride, see: Tiritiris & Kantlehner (2008) ; for ethyltriphenylphosphonium bromide dihydrate, see : Betz & Gerber (2011) 
,N 00 -tetramethylguanidinium bis(tetraphenylborate), see: Tiritiris & Kantlehner (2015 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: SHELXL2014. (Table 1) ] are also observed (Fig. 2) . In addition, C-H···Br interactions are apparent between the bisamidimium hydrogen atoms of -N(CH 3 ) 2 and -CH 2 groups and the bromide ions [d(H···Br) = 2.67 − 2.87 Å, (Tab.1)], forming a three-dimensional network (Fig. 3) . Similar H···Br distances have been observed in the crystal structure of ethyltriphenylphosphonium bromide dihydrate (Betz & Gerber, 2011) 
S2. Experimental
The title compound was prepared by treating an aqueous solution of N- [3-(dimethylamino) 
propyl]-N-(N,N,N′, N′-tetra-
methyl-formamidinio)-N′,N′,N′′,N′′-tetramethylguanidinium dichloride with hydrobromic acid (48 wt.% in H 2 O). After slow evaporation of the water at ambient temperature, colorless single crystals of the title compound emerged.
S3. Refinement
The O-bound and N-bound H atoms were located in a difference Fourier map and were refined freely [O-H = 0.75 (5) of the methyl groups were allowed to rotate with a fixed angle around the C-N bond to best fit the experimental electron density, with U iso (H) set to 1.5U eq (C) and d(C-H) = 0.98 Å. The remaining H atoms were placed in calculated positions with d(C-H) = 0.99 Å (H atoms in CH 2 groups) and were refined using a riding model, with U iso (H) set to 1.2 U eq (C).
Figure 1
The structure of the title compound with displacement ellipsoids at the 50% probability level. All carbon-bonded hydrogen atoms are omitted for the sake of clarity. are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The crystal was refined as a 2-component inversion twin. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

